TTT, or automatically selecting taxa from template trees according to a species list. Users can share their trees with registered users and compare them with the public trees. TTT provides a tool for comparing different trees to focus on the spots where more attention should be paid by taxonomists or informatics scientists. The comparison tool explores taxonomic relationships from two trees and classifies the differences into contrasting types of relationships. The tool helps find the differences between the taxonomic positions for taxon A and taxon B and highlights these explicitly. Furthermore, it calculates the similarity of branches from two compared trees to help taxonomists judge whether the taxon groups chosen are the same or if it is necessary to continue drilling down the taxonomic trees to explore more differences. TTT can extract common or different parts of two compared trees and the result can be exported for further tree integration research.
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